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> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).
> 8z R I 42 i JE T CRISPR/Cas9 £ A 1 PPPSC % K] i Bk (1) 5 K (L29875 pLenti-PPP5SC-sgRNA) . 12 i £ (L29876 PPP5C
Knockout Lentivirus). HEK293T4l fi{(L29877 PPP5C Knockout HEK293T Cells). HEK293 T % 41 i A RTPA 24 A % (129878
PPP5C Knockout HEK293T RIPA Lysate) HEK 293 T [ 41 i (1) Trizol 24 # 7 (L29879 PPP5C Knockout HEK293T Trizol Lysate)
B ity BT L ZE 25 R Ol ) BIOAE S i DX T s A S i o
> PPPSCHEAIEASE BN T -
Species Gene Symbol Gene ID GenBank Accession Transcript
Human PPP5C 5536 BC001970 NM_006247
About the gene
Official Symbol PPP5C
Previous Symbol PPP5
Official Full Name | protein phosphatase 5 catalytic subunit
Synonyms PP5
Location 19q13.32
Gene Type protein-coding gene
Uniprot ID P53041
Pathway/Library others
This gene encodes a serine/threonine phosphatase which is a member of the protein phosphatase catalytic
subunit family. Proteins in this family participate in pathways regulated by reversible phosphorylation at
serine and threonine residues; many of these pathways are involved in the regulation of cell growth and
Gene Summary . . . .. L . :
differentiation. The product of this gene has been shown to participate in signaling pathways in response
to hormones or cellular stress, and elevated levels of this protein may be associated with breast cancer
development. Alternative splicing results in multiple transcript variants.
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a. AKHEK293T Cells N [ER} 3 H (3£ K sgRNA . Cas9ATpuromycindfi It 118 7 3 B 4 -2 i puromycin i B A1 T7TELSE %€ 1K £ 7%,
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£ SRR T IRIZ T, HR IR R A e A R IR N BE LR M, SRS S VS TE A N AR AR KORAS
SR 0 2 B R I 85 %1 R AT ARG W RBIF 4R 2, VNG IE TR E T 55 7740 b i B 1 DA B 1 4 i 7
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g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg

2/3

L29877 PPPSC Knockout HEK293T Cells

400-1683301/800-8283301 Z % K/Beyotime


https://www.beyotime.com/product/C6008.htm

Version 2020.12.08

Z % K/Beyotime 400-1683301/800-8283301 L29877 PPPS5C Knockout HEK293T Cells 3/3



